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ABSTRACT

The present investigation was planned to identify the stable and adaptable Basmati rice genotypes by using GGE biplot method.
Thirty-six genotypes were tested in Randomized Block Design at two locations (Kaul and Uchani) for two growing seasons 'viz.,
kharif 2016 and 2017.The pooled analysis of variance indicated that genotypes, environments and genotype x environment
interaction differed significantly for the studied parameters. Based on the GGE biplot analysis, Pusa Sugandh 5 (G31), HKR -
11-509 (G6), PAU 6295-2 (G25),SJR-70-3-2(G33) and Pusa Sugandh 3 (G30) were identified as stable genotypes for number of
tillers per plant, biological yield per plant and grain yield per plant across the environments. Pusa 1734-8-3-85 (G21) and CSR-
30 (G2), SJR-70-3-2 (G33) and HKR 98-476 (G14), Pusa 1734-8-3-85 (G21) and UPR-386-9-1-1 (G36) under direct seeded
condition and Pusa Basmati 1121 (G27) and HKR 11-447 (G13), HKR 06-434 (G9) and HKR -11-509 (G6), Pusa Sugandh 5
(G31) and Pusa Basmati 1 (G26) for transplanted condition showed specific adaptation for number of tillers per plant, biological

yield plant and grain yield per plant, respectively.
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Rice is the staple food for more than 50% of the
global population and more than 90% of the total rice is
produced and consumed in Asian countries (Chauhan
et al., 2017). To fulfill the food demands of burgeoning
population, the world rice production is needed to
increase by 50% from 2010 to 2030 (Avnery et al.,
2013). At present more than 70% of the total rice of the
globe is produced on irrigated lands (Chakraborty et
al., 2017). In South Asian countries, rice is mainly
cultivated by transplanting of about one month old
seedlings in puddled soil which require a huge amount
of water during the growing season and labor for
transplanting (Pal ez al., 2018). The conventional method
of rice cultivation possesses the serious problem of water
and labor scarcity in many parts of the world and
impacted the rice production (Jabran et al., 2017).
Alternative method of rice cultivation like alternate
wetting and drying (Lampayan et al., 2015), aerobic or
dry direct-seeded rice (Bhushan et al., 2007) which
requires less water than conventionally transplanted
methods are under investigation. Farmers are adopting
direct seeded Rice (DSR) method of rice growing as an
alternative in many conventional transplanted (TPR)
areas (Sun et al., 2015).

DSR requires less water and laborers in comparison
to TPR however, the water stress during the growing
season negatively affect the yield, its component,
physical and cooking quality of grains (Gunaratne et
al., 2011). Number of studies have been planned to
measure the yield and quality differences between TPR
and DSR. Some studies showed that yield under DSR
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equals or exceeded the TPR yield however some studies
were found against these reports (Xu et al., 2019). To
what extent, the DSR practices influence the
performance of different genotypes for yield and
component traits in comparison to TPR is still under
investigation. The response of crops to different
environmental conditions depends on the genotype and
growth stages. Significant amount of variability among
the rice genotypes have been reported in response to
varying environmental conditions (Yamakawa et al.,
2007).Till now, no specifically adapted genotypes have
been developed for DSR and already released varieties
for TPR do not perform well under DSR. These variable
responses of genotypes over the multi-environments are
the main challenges for plant scientists. Significant G x
E interaction is the main reason for the variable response
of genotypes. Genotype and environment interaction
analysis is an important prerequisite to select the stable
and specifically adapted genotypes to different
environments (Yan, 2011). The potential gene
expression of quantitative traits is often affected by
growing environments, resulting in poor genetic gain
from artificial selection (Horn et al., 2018). A large
number of studies have been conducted to identify the
stable and adaptable rice genotypes for different
ecologies (Tariku, 2017; Katsura ef al., 2016). By
keeping the above facts in mind, the present
investigation was designed to assess the stability and
adaptability of thirty-six Basmati rice genotypes under
direct seeded and transplanted method ofrice cultivation.
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MATERIALS AND METHODS

The experiment was conducted under two different
cultivation methods namely TPR and DSR at two
locations, Rice research station, Kaul (Kaithal) and
Regional Research Station, Uchani (Karnal) which falls
under sub-tropical region of North India during kharif
2016 and kharif2017. Thirty-six basmati rice genotypes
were planted in randomized block design (RBD) in three
replications (Table 1). Plot size consisted of 5 rows of
Im length. In DSR cultivation method, overnight pre-
germinated seeds were dibbled at 15 x 20 cm? spacing.
Irrigation was applied at an interval of 6-7 days when
hair cracks developed on the surface. In conventional
TPR method, 27 days old 2-3 seedlings per hill spaced
at 15 x 20 cm? were transplanted. The inorganic
fertilization @ N (90 kg ha'), P (30 kg ha') and K (30
kg ha') was used. Irrigation was applied at 3 days
interval up to 90-100 DAT in TPR. Seed rate under both
TPR and DSR was 20 kg ha’'. Description of
environment was given in Table 2.

Statistical analysis

The data analysis for number of tillers per plant,
biological yield per plant (g) and grain yield per plant
(g) was done by using GGE biplot methodology. This
methodology emphasizes the two source of variation,
genotype (G) and genotype environment (GE) to be
considered simultaneously for genotype and
environment evaluation (Yan, 2001). GGE biplots were
used to identify (i) the mega-environment using which-
won-where pattern, to recommend the genotypes for
specific mega-environments (ii) the stable genotypes
that can be recommended across the environments (iii)
the target environments for different genotypes under
study.

RESULTS AND DISCUSSION
Analysis of variance (ANOVA)

A broad range of variation in the mean performance
of genotypes across the locations under DSR and TPR
were observed for the studied traits (Table 3). The
variability for number of tillers per plant ranged from
6.48-14.15 and 10.33-17.10 with mean value 10.54 and
14.01; for biological yield per plant from 28.62-48.76
and 37.62-54.50 with mean 38.50 and 43.70; for grain
yield per plant from 7.87-15.72 and 12.37-18.21 with
mean 12.09 and 15.65 under DSR and TPR,
respectively.Under DSR, highest value for grain yield
and number of tillers per plant were observed for
genotypes Pusa 1734-8-3-8, CSR-30 and Pusa 1656-
10-705.While under TPR, Pusa Sugandh 5, Pusa
Basmati 1 and 6 had maximum value for grain yield
per plant and Pusa Basmati 1121 Pusa Sugandh 5 and
HKR 11-447 for number of tillers per plant. Similarly,
SJR-70-3-2, HKR 98-476 and Pusa 1734-8-3-85 under
DSR while, HKR 06-434, HKR -11-509 and Taraori
Basmati under TPR had maximum value for biological
yield per plant. The results of the pooled ANOVA for
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number of tillers per plant and biological yield per plant
were indicated in Table 4. The results suggested that all
sources of variation viz.,environments, genotypes and
genotype x environment (GE) interaction differed
significantly at 5% probability level. The G x E
interaction further partitioned in interaction principal
components (IPC) and first two IPCs contributed 91.6%
and 90.7% of the total variation for number of tillers
per plant, biological yield per plant and grain yeild per
plant respectively. Mostafavi et al. (2011), Tariku (2017)
and Zewdu et al. (2020) evaluated the rice genotypes
under multi-environmental conditions and selected the
genotypes generally and specifically adapted to different
environments.

Polygon view

The polygon view of the biplot represents the
desirable genotype(s) in each environment or groups of
environments (Yan and Hunt, 2002). The polygon is
formed by connecting the vector length of the vertex
genotypes from the origin of biplot in such a way that
the remaining genotypes come inside the polygon. The
vertex genotypes viz., G14 (HKR 98-476), G21 (Pusa
1734-8-3-85), G27 (Pusa Basmati 1121), G8 (HKR 08-
417), G4 (Haryana Basmati 1) and G3 (CSR TPB-1)for
number of tillers per plant (Fig. 1), G9 (HKR 06-434),
G33 (SJR-70-3-2), G14 (HKR 98-476), G2 (CSR-30),
G3 (CSR TPB-1) and G35 (Taraori Basmati) for
biological yield per plant (Fig. 4) and G31 (Pusa
Sugandh 5), G21 (Pusa 1734-8-3-85), G2 (CSR-30),
G17 (PAU-6297-1), G3 (CSR TPB-1) and G4 (Haryana
Basmati 1) for grain yield per plant (Fig. 7) have the
longest vector length which decides the response of
genotypes to different environments.Therefore, the
vertex genotypes are the highly responsive genotypes
compared to others. Comparison can be made with the
vertex genotypes in adjacent sectors of the polygon. For
example, genotype G21 (Pusa 1734-8-3-85) and G27
(Pusa Basmati 1121) indicated that G21 (Pusa 1734-8-
3-85) had maximum number of tiller per plantin E1,
E2, E3 and E4 environments because genotype G21
(Pusa 1734-8-3-85) located in one sector with these
environments. The genotype G27 (Pusa Basmati 1121)
is better in ES5, E6, E7 and E8 environments. G9 (HKR
06-434) had maximum biological yield per plant under
ES, E6, E7 and E8 environment whereas G14 (HKR
98-476) had highest biological yield under E1, E2, E3
and E4 environment. Similarly, genotype G31 (Pusa
Sugandh 5) had highest grain yield per plant in ES, E6,
E7 and E8 environments while G21 (Pusa 1734-8-3-
85) performed better in E1, E2, E3 and E4 environment.
The rays fractionate the biplot into sectors, and eight
environments fall into anyone of these sectors. The
vertex genotypes of each sector are best forthe evaluated
traits for the environments that come under that
particular sector. The genotype G21 (Pusa 1734-8-3-
85) followed by G2 (CSR-30) had the maximum
number of tillers per plant in E1, E2, E3 and E4



Table 1 : List of genotypes used in the study
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Code  Genotypes Code  Genotypes Code  Genotypes

Gl Basmati 370 G13 HKR 11-447 G25 PAU 6295-2
G2 CSR-30 Gl14 HKR 98-476 G26 Pusa Basmati 1
G3 CSR TPB-1 G15 HUBR-16 G27 Pusa Basmati 1121
G4 Haryana Basmati 1 Gl6 Improved Pusa Basmati | G28 Pusa Basmati 1509
G5 Haryana Mahak 1 G17 PAU-6297-1 G29 Pusa Sugandh 2
G6 HKR -11-509 G18 Pusa 1475-03-42-45-119-1 G30 Pusa Sugandh 3
G7 HKR 03-408 G19 Pusa 1637-2-8-20-5 G31 Pusa Sugandh 5
G8 HKR 08-417 G20 Pusa 1656-10-705 G32 Pusa Basmati 6
G9 HKR 06-434 G21 Pusa 1734-8-3-85 G33 SJR-70-3-2
G10 HKR 06-443 G22 Pusa 1826-12-27-1-4 G34 Super Basmati
Gl1 HKR 06-487 G23 Pusa 1884-3-9-175 G35 Taraori Basmati
Gl12 HKR 08-425 G24 Pusa 1884-9-12-14 G36 UPR-386-9-1-1
Table 2: Description of different Basmati rice cultivation methods

Cultivation method Season Location Code
Direct Seeded Rice Kharif 2016 Kaul El

Direct Seeded Rice Kharif 2017 Kaul E2

Direct Seeded Rice Kharif 2016 Uchani E3

Direct Seeded Rice Kharif 2017 Uchani E4
Transplanted Rice Kharif 2016 Kaul E5
Transplanted Rice Kharif 2017 Kaul E6
Transplanted Rice Kharif 2016 Uchani E7
Transplanted Rice Kharif 2017 Uchani E8

environments while G27 (Pusa Basmati 1121) followed
by G13 (HKR 11-447) had highest tillers per plant in
E5, E6, E7 and E8 (Fig. 1). The other vertex genotypes,
G14 (HKR 98-476), G4 (Haryana Basmati 1), G3 (CSR
TPB-1) and G8 (HKR 08-417) were poorest in all
environments because there is no environment in their
sectors. G9 (HKR 06-434) followed by G6 (HKR -11-
509) produced maximum biological yield under ES, E6,
E7 and E8 while G14 (HKR 98-476) followed by G33
(SJR-70-3-2) and G21 (Pusa 1734-8-3-85) had
maximum biological yield under environments E1, E2,
E3 and E4 (Fig. 4). In the same way, G31 (Pusa Sugandh
5) followed by G26 (Pusa Basmati 1) and G30 (Pusa
Sugandh 3) had highest grain yield under ES, E6, E7
and E8 whereas G21 (Pusa 1734-8-3-85), G25 (PAU
6295-2) and G36 (UPR-386-9-1-1) gave maximum
grain yield under E1, E2, E3 and E4 (Fig. 7). Check
cultivar Sahbhagi Dhan was found suitable for Rabi
season and Tulasi for Kharif season (Balakrishnan et
al., 2016). Similarly, Tariku (2017) identify genotype
NERICA-13as the winner genotype for Woreta and
Pawe location while genotype FOFIFA-4129 as good
yielder for Metema location.
Environmental view

The angle among the vectors of the different
environments defines the association among them (Yan,
2002). On the basis of angles between the environmental
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vectors, the eight environments were categorized into
two classes. Class 1 have E1, E2, E3, E4 and class 2
have ES5, E6, E7 and E8 environments for number of
tillers (Fig. 2), biological yield per plant (Fig. 5) and
grain yield per plant (Fig. 8). The small angle among
the four environments of each class indicated positive
correlation between them for all the studied traits. These
environments provide similar information about the
genotypes. Whereas the large angle between the
environments of class 1 and class 2 shows the poor
association between them. Another major fact from the
environmental view of the biplot is the length of the
environment vectors which depicts the discriminating
ability and representativeness. An ideal environment is
denoted by a small circle. An ideal test environment is
one having most extended vector among the
environments and placed on AEC abscissa (Yan and
Kang, 2003). Environment E2 and E8 were the most
discriminating indicating that these environments are
suitable for the selection of specially adapted genotypes
for number of tillers per plant (Fig. 2) biological yield
per plant (Fig. 5) and grain yield per plant (Fig. 8). The
line passing through the origin of biplot and the mean
environment is AEC. The angle between the AEC axis
and the vector of an environment indicates the
representativeness of the environment. In present study
none of the environment is most representative for either
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Table 3 : Mean performance of 36 Basmati rice genotypes under DSR and TPR over the locations and years
for number of tillers, biological yield and grain yield per plant

Genotypes Number of tillers per plant Biological yield per plant  Grain yield per plant
DSR TPR DSR TPR DSR TPR
Basmati 370 8.43 12.08 35.37 46.50 9.95 13.55
CSR-30 13.13 14.02 41.90 40.25 14.62 15.05
CSR TPB-1 6.48 10.33 28.62 37.62 7.87 12.37
Haryana Basmati 1 6.57 12.53 32.17 42.85 8.16 15.17
Haryana Mahek 1 11.31 12.36 42.84 45.68 12.94 13.85
HKR -11-509 11.58 14.08 41.05 48.30 13.05 16.63
HKR 03-408 7.43 12.18 31.55 44.55 9.21 13.39
HKR 06-417 7.16 13.13 31.00 39.30 8.65 14.50
HKR 06-434 11.46 15.04 46.19 54.50 12.95 17.28
HKR 06-443 8.41 13.00 36.43 43.17 10.06 14.50
HKR 06-487 10.26 13.31 34.70 39.49 12.29 14.48
HKR 08-425 12.67 14.46 40.85 45.54 13.93 17.10
HKR 11-447 10.96 16.16 42.97 45.29 12.52 17.10
HKR 98-476 12.08 12.68 48.06 44.50 13.81 14.07
HUBR-16 8.33 14.44 31.86 40.32 9.80 16.08
Improved Pusa Basmati 1~ 10.78 15.51 37.63 45.15 12.21 16.92
PAU-6297-1 11.71 12.54 44.85 42.05 13.40 13.56
Pusa 1475-03-42-45-119-1 9.08 11.81 35.95 41.75 11.08 14.40
Pusa 1637-2-8-20-5 12.38 14.44 40.49 40.88 13.90 17.04
Pusa 1656-10-705 12.85 15.35 41.17 41.04 14.24 17.10
Pusa 1734-8-3-85 14.15 15.38 46.76 45.37 15.72 17.12
Pusa 1826-12-271-4 11.38 13.90 42.01 42.97 12.96 15.35
Pusa 1884-3-9-175 9.70 15.03 35.79 46.24 10.91 16.80
Pusa 1884-9-12-14 7.15 11.43 31.52 40.45 8.80 12.93
Pusa 6295-2 12.52 15.68 41.75 45.88 14.05 16.25
Pusa Basmati 1 12.46 15.28 37.98 43.00 13.95 17.83
Pusa Basmati 1121 10.40 17.10 36.08 46.30 11.87 17.00
Pusa Basmati 1509 12.60 15.18 38.91 40.26 14.00 16.79
Pusa Sugandh 2 10.25 14.02 36.70 40.93 11.67 15.50
Pusa Sugandh 3 11.44 15.26 37.56 43.57 13.16 17.35
Pusa Sugandh 5 12.53 16.31 40.74 45.68 13.98 18.21
Pusa Basmati 6 11.41 15.97 39.40 46.17 12.83 17.40
SJR-70-3-2 11.28 15.52 48.76 46.53 12.98 17.06
Super Basmati 8.72 12.14 32.68 43.50 10.28 14.31
Taraori Basmati 8.13 12.43 32.15 47.13 9.49 13.65
UPR-386-9-1-1 12.41 14.49 41.55 40.44 13.95 15.54
Range 6.48-14.15 10.33-17.10  28.62-48.76  37.62-54.50 7.87-15.72  12.37-18.21
Overall mean 10.54 14.01 38.50 43.70 12.09 15.65

Table 4 : Analysis of variance of 36 rice genotypes and 8 environments for number of tillers per plant and
biological yield per plant

Source df  Number of tillers plant?! Biological yield plant™’ Grain yield plant™
Environment (E) 7 124.60** 287.85%* 130.68**
Genotype (G) 35 22.76%* 103.57** 22.00%*
GxE 245 1.12%* 8.96** 1.11%*

PC1 41 20.08** 39.81%* 4.64%*
PC2 39 4.00%* 4.59%* 0.96**
Pooled error 560 0.73 1.29 0.48

J. Crop and Weed, 17(3) 188



What-won-where Biplot for Avg..Mean
PC1=77.1%: PC2=1468%

00 05 10

PC2

05

PC1

Fig. 1 : Polygon view for number of tillers plant?!
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Fig. 3 : Genotypic view for number of tillers plant’
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Fig. 5 : Environmental view for biological yield plant?!

of the trait. The most representative and discriminating
environment is good for the identification of generally
adapted genotypes. Ram et al. (2020) observed late sown
irrigated condition as the most desirable environment
for the selection of generally adapted genotypes of
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Fig. 2 : Environmental view for number of tillers plant!
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Fig. 4: Polygon view for biological yield plant?!
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Fig. 6 : Genotypic view for biological yield plant’

wheat. Kesh et al. (2021) found chemical free cultivation
production environment as most representative while
direct seeded rice and system of rice intensification as
most discriminating.
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Fig. 7 : Polygon view for grain yield plant!

Fig. 8 : Environmental view for grain yield plant’
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Fig. 9: Genotypic view for grain yield plant’

Genotype view

Fig. 3 and 6 shows the ranking and distance of the
thirty-sixgenotypes by taking the reference of the ideal
genotype identified by the average environmental
coordinate (AEC). An ideal genotype is the one having
large IPCA1 value. i.e., high mean with small IPCA2
value, i.e., more stability (Yan, et al., 2000). The filled
bluecirclein Fig. 3 and 6denoted the place of ideal
genotype. In real situation, the ideal genotype might not
exist;but could be taken as a reference for genotypic
evaluation (Anothai et al., 2009). G31 (Pusa Sugandh
5) for number of tillers per plant (Fig. 3), G6 (HKR -
11-509) for biological yield per plant (Fig. 6) and G31
(Pusa Sugandh 5) for grain yield per plant (Fig. 9) were
found as most stable genotypes due to their presence
nearby the blue circle. The other stable genotypes were
G25 (PAU 6295-2), G26 (Pusa Basmati 1), G33 (SJR-
70-3-2) and G30 (Pusa Sugandh 3) for number of tillers
per plant (Fig. 3);G31 (Pusa Sugandh 5), G25 (PAU
6295-2), G32 (Pusa Basmati 6) and G16 (Improved Pusa
Basmati 1) for biological yield per plant (Fig. 6) and
G26 (Pusa Basmati 1), G30 (Pusa Sugandh 3), G33
(SJR-70-3-2) and G12 (HKR 08-425) for grain yield
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per plant (Fig. 9). Improved Pusa Basmati 1 and HUBR-
16 were found as stable genotypes for plant height
having general adaptation across the environments
(Kesh et al., 2018). On the basis of GGEbiplot, Hidassie
and NERICA-4 were identified as the most stable and
high yielder genotypes (Zewdu et al., 2020). Okra
genotypes VRO-112, Kashi Kranti, VRO-110 and VRO-
6 were found most desirable genotypes for fruit yield
under alkaline environment (Sanwal et al., 2021).

The presence of GEI complicates the selection of
desirable genotypes under multi-environmental
trials.Both mean yield and stability should be considered
simultaneously for making the effective selection of
genotypes and to reduce the effect GEI. Based on results
it could be concluded that GGE biplot is an efficient
technique to identify the high yielding, stable and
adaptable genotypes. Genotypes G31 (Pusa Sugandh
5), G6 (HKR -11-509), G25 (PAU 6295-2), G33 (SJR-
70-3-2) and G30 (Pusa Sugandh 3) were identified as
stable genotypes for all the studied parameters across
the environments. G21, G2; G33 (SJR-70-3-2), G14
(HKR 98-476); and G21 (Pusa 1734-8-3-85), G36
(UPR-386-9-1-1) showed specific adaptation to DSR



condition while G27 (Pusa Basmati 1121), G13 (HKR
11-447); G9 (HKR 06-434), G6 (HKR -11-509) and G31
(Pusa Sugandh 5), G26 (Pusa Basmati 1) under TPR
condition for number of tillers per plant, biological yield
per plant and grain yield per plant, respectively.

REFERENCES

Avnery, S., Mauzerall, D.L. and Fiore, A.M. 2013.
Increasing global agricultural production by
reducing ozone damages via methane emission
controls and ozone-resistant cultivar selection.
Glob.Chang. Biol.,19: 1285-1299.

Balakrishnan, D., Subrahmanyam, D., Badri, J., Raju,
A.K., Rao, Y.V., Beerelli, K., Mesapogu, S.,
Surapaneni, M., Ponnuswamy, R., Padmavathi, G.
and Babu, V.R. 2016. Genotypex environment
interactions of yield traits in backcross introgression
lines derived from Oryza sativa cv. Swarna/Oryza
nivara. Front. Plant Sci.,7: 1530.

Bhushan, L., Ladha, J.K., Gupta, R.K., Singh, S., Tirol-
Padre, A., Saharawat, Y. S., Gathla, M. and Pathak,
H. 2007. Saving of water and labour in arice-wheat
system with no-tillage and direct seeding
technologies.Agron. J.,99: 1288-1296.

Chakraborty, D., Ladha, J.K., Rana, D.S., Jat, M.L.,
Gathala, M.K., Yadav, S., Rao, A.N., Ramesha, M.S.
and Raman, A. 2017. A global analysis of alternative
tillage and crop establishment practices for
economically and environmentally efficient rice
production. Sci. Rep.,7: 1-11.

Chauhan, B.S., Jabran, K. and Mahajan, G. 2017. Rice
production worldwide. Springer International
Publishing AG, Gewerbestrasse.

Gunaratne, A., Ratnayaka, U.K., Sirisena, N.,
Ratnayaka, J., Kong, X., Arachchi, L.V. and Corke,
H. 2011.Effect of soil moisture stress from flowering
to grain maturity on functional properties of Sri
Lankan rice flour. Starch Starke, 63: 283-290.

Horn, L., Shimelis, H., Sarsu, F., Mwadzingeni, L. and
Laing, M.D. 2018. Genotype-by-environment
interaction for grain yield among novel cowpea
(Vigna unguiculata L.) selections derived by gamma
irradiation. Crop J., 6: 306-313.

Jabran, K., Riaz, M., Hussain, M., Nasim, W., Zaman,
U., Fahad, S. and Chauhan, B.S. 2017. Water-saving
technologies affect the grain characteristics and
recovery of fine-grain rice cultivars in semi-arid
environment. Environ. Sci. Pollut. Res.,24:12971-
12981.

Katsura, K., Tsujimoto, Y., Oda, M., Matsushima, K.I.,
Inusah, B., Dogbe, W. and Sakagami, J.I. 2016.
Genotype-by-environment interaction analysis of
rice (Oryza spp.) yield in a floodplain ecosystem in
West Africa. Euro. J. Agron., 73: 152-159.

Kesh, H., Kharb, R., Ram, K., Munjal, R., Kaushik, P.
and Kumar, D., 2021. Adaptability and AMMI biplot
analysis for yield and agronomical traits in scented

J. Crop and Weed, 17(3)

Kesh

rice genotypes under diverse production
environments. Indian J. Tradit. Knowl.,20: 550-562.

Kesh, H., Ram, K., Panwar, I.S., Munjal, R., Kharb, R.
and Rani, K. 2018. Additive Main Effects and
Multiplicative Interactions Analysis of Plant Height
in Basmati Rice. Int. J. Environ. Agric. Biotech.,11:
807-813.

Lampayan, R.M., Rejesus, R.M., Singleton, GR. and
Bouman, B.A. 2015. Adoption and economics of
alternate wetting and drying watermanagement for
irrigated lowland rice. Field Crops Res.,170: 95-108.

Mabhajan, G., Sardana, V., Sharma, N. and Chauhan, B.S.
2018. Grain Quality of Dry-Seeded Rice in Response
to Sowing Dates and Genotypes. Int. J. Plant
Prod. 12: 95-106.

Mostafavi, K., Imeni, S.H. and Zare, M. 2011. Stability
Analysis of Rice Genotypes Based GGE biplot
Method in North of Iran. J. Appl. Sci. Res.,7: 1690-
1694.

Ram, K., Munjal, R. and Kesh, H. 2020. AMMI and
GGE biplot analysis for yield stability of wheat
genotypes under drought and high temperature
stress. Int. J. Curr. Microbiol. Appl. Sci.,9: 377-389.

Sanwal, S.K., Mann, A., Kesh, H., Kaur, G., Kumar, R.
and Rai, A.K. 2021.Genotype environment
interaction analysis for fruit yield in okra
(Abelmoschus esculentus L.) under alkaline
environments. /ndian J. Genet.,81: 101-110.

Sun, L., Hussain, S., Liu, H., Peng, S., Huang, J., Cui,
K. and Nie, L. 2015. Implications of low sowing
rate for hybrid rice varieties under dry direct-seeded
rice system in central China. Field Crops Res., 175:
87-95.

Tariku, S. 2017. Evaluation of upland rice genotypes
and mega environment investigation based on GGE-
biplot analysis. J. Rice Res.,5: 183.

Xu, L., Li, X., Wang, X., Xiong, D. and Wang, F. 2019.
Comparing the grain yields of direct-seeded and
transplanted rice: A meta-analysis. Agron.,9: 767.

Yamakawa, H., Hirose, T., Kuroda, M. and Yamaguchi,
T. 2007.Comprehensive expression profiling of rice
grain filling-related genes under high temperature
using DNA microarray. Plant Physiol.,144: 258-277.

Yan, W. 2001. GGEbiplot- A Windows application for
graphical analysis of multi environment trial data
and other types of two way data. Agron. J.,93: 1111-
1118.

Yan, W. and Hunt, L.A. 2001 Interpretation of genotype
x environment interaction for winter wheat yield in
Ontario.Crop Sci.,41: 19-25.

Zewdu, Z., Abebe, T., Mitiku, T., Worede, F., Dessie,
A., Berie, A. and Atnaf, M. 2020. Performance
evaluation and yield stability of upland rice (Oryza
sativa L.) varieties in Ethiopia. Cogent Food and
Agric.,6: 1842679.




<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /CMYK
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<

    /BGR <>
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e9ad88d2891cf76845370524d53705237300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc9ad854c18cea76845370524d5370523786557406300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /DEU <>
    /ESP <>
    /ETI <>
    /FRA <>
    /GRE <>

    /HRV (Za stvaranje Adobe PDF dokumenata najpogodnijih za visokokvalitetni ispis prije tiskanja koristite ove postavke.  Stvoreni PDF dokumenti mogu se otvoriti Acrobat i Adobe Reader 5.0 i kasnijim verzijama.)
    /HUN <>
    /ITA <>
    /JPN <FEFF9ad854c18cea306a30d730ea30d730ec30b951fa529b7528002000410064006f0062006500200050004400460020658766f8306e4f5c6210306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103055308c305f0020005000440046002030d530a130a430eb306f3001004100630072006f0062006100740020304a30883073002000410064006f00620065002000520065006100640065007200200035002e003000204ee5964d3067958b304f30533068304c3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020ace0d488c9c80020c2dcd5d80020c778c1c4c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor prepress-afdrukken van hoge kwaliteit. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>
    /RUM <>
    /RUS <>
    /SKY <>
    /SLV <>
    /SUO <>
    /SVE <>
    /TUR <>
    /UKR <>
    /ENU (Use these settings to create Adobe PDF documents best suited for high-quality prepress printing.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /ConvertToCMYK
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


